Installation information

The GHOST-NOT and GHOST-YES are utilizing the perl Tk module and the
ViennaRNA package.

Installation information for the ViennaRNA package can be found at the web

page of the Institute for Theoretical Chemistry of the University of Vienna:

TBI - ViennaRNA Package 2 (univie.ac.at)

Note: You may be asked to install the C compiler for Ubuntu OS 20.04 in order to
install the ViennaRNA package.

l.
2.

L= e

To install the compiler

Open the Terminal window in Ubuntu 20.04

Write in the command line: sudo apt-get update -y (will ask for administrator
password due to the sudo command)

After it runs the command, write: sudo apt-get install -y c-compiler

To install the Tk module needed for the programs interface:
Open the terminal window in Ubuntu.

Write in the command line: sudo apt-get update

After it runs the get update command, write: sudo apt-get install perl-tk

This will install the Tk perl module in the Ubuntu system.

Installing the xmgrace in Ubuntu 20.04

If you want to use the xmgrace program to visualize the mountain plot .xvg format
mountain plot files.

1.
2.
3.

Open the terminal window in Ubuntu.
Write in the command line: sudo apt-get update
After it runs the get update command, write: sudo apt-get install grace.
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https://www.tbi.univie.ac.at/RNA/

To open the xvg file, right click on the file choose “Open with other application” and
select the Grace application.
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e Running the GHOST-NOT and GHOST-YES:
To run the GHOST-NOT or the GHOST-YES program

1. unzip the file you received.

Extract + Q e +

{3t | Location: P73/ it | Location: £3/

7 ghostyes.pl 67,9kB Perlscript i/ ghostnot.pl 69,6 kB Perl script
7 mountain.pl 4,1kB Perlscript ¥ mountain.pl 4,1kB Perlscript

7 relplot.pl 6,3kB Perl script ¥ relplot.pl 6,3kB Perlscript

2. Open the folder you have extracted the files in the terminal window in Ubuntu.
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3. Write in the command line: perl ghostnot.pl (if running the GHOST-NOT)
or perl ghostyes.pl (if running the GHOST-YES).

dimitris@dimitris-Aspire-ES1-523: ~/Documents/3rd-stem-ribo-generator/GHOST-YES Q

s perl ghostyes.plll

dimitris@dimitris-Aspire-ES1-523: ~/Documents/3rd-stem-ribo-generator/GHOST-NOT

$ perl ghostnot.plll

4. Following, the program interface will appear together with a welcome
message. (Example showing the GHOST-NOT interphase).

dimitris
‘Welcome to the GHOST-NOT.

GHOST-NOT Authors: Kaloudas, D. Penchovsky, R.

Welcome to the Generator for High-speed Oligonucleotide-Sensing allosTeric ribozymes with NOT logic function The Generator for high-speed
(GHOST-NOT) oligonucleotide-sensing allosteric ribozymes
with NOT logic function (GHOST-NOT)
for computational design of NOT logic high-speed oli i i ic ribozy designed based on the publication:
Penchovsky, R., Kostova G.T.
Compulational Selection and Experimental
20 Validation of Allosteric Ribozymes That
. 5 z . o Sense a Specific Sequence of Human
Please select the temperature (in Celsius) for the of ther by one of the Telomeraf:;e\er:chranscripmw MRNAs
4 22 as Universal Anticancer Therapy Agents.
37 Nucleic acid Therapeutics, 408-417 (2013).
A The program generates a high-speed
Please write the number of ribozyme sequences you would like to create below. hammerhead ribozyme with an
|4— oligonucleotide binding site (OBS) of 20 to
24nt in length at the third stem structure of
Please select the minimum thermostability difference between the ON and OFF state (kcallmol). the extended version of the hammerhead
The default value is -8 ribozyme from the human parasite S.

mansoni.
== Use the -Help- button on the main widget to

Each time the program generates a sequence, it creates a folder named ResultsghostNOTX, and stores the results. read more about the GHOST-NOT.

Please input the length of the OBS sequence for the design of the ribozyme between 20 and 24nt :

The X indicates the number of the generated sequence The program distributed under the General
Help | GNU License STARTPROGRAM | CLOSE WINDOW Public License (GNU). Read about the
J license at the -GNU- button on the main

widget. If you want to stop the process while
running, use the Ctrl + C combination in the
Terminal window to terminate the program.
Date: 5-2022
Version 1.2.

’m

5. When the program finishes with the generation of the sequences, a notification
widget will pop up.

GHOST-NOT
Welcome to the Generator for High-speed Oligonucleotide-Sensing allosTeric ribozymes with NOT logic function
(GHOST-NOT)
for computational design of NOT logic high-speed oli i ing ic ribozymes
Please input the length of the OBS sequence for the design of the ribozyme between 20 and 24nt :

Results generated the ribozymes by selecting one of the checkbuttons below:
2
The program has generated the
requested ribozyme sequences. Please
find the results in the generated folders pnces you would like to create below.
named as -ResultsghostNOTX-. The
generated folders are found in the same
folder were the OBS.pl script is ;zegli::t.\geen the ON and OFF state (kcal/mol).
located.

(../GHOST-NOT/ E
ResultsghostNOTX).

Please click CLOSE WINDOW
button at the main widget to close the D I TR EED

program. START PROGRAM CLOSE WINDOW
0.472495
percentdiff= 14.2355959043162

**%% Ensemble diversity difference between OFF and ON state: -3.81 ek

lder named ResultsghostNOTX, and stores the results.

DATA GENERATED

HHUEBHSABB RV SRS H SR VR RV ER VR BRBHRBHHBRHBHH
Ribozyme sequences successfully generated
HH IR R R
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